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Bacterlal b Ivers) eography not

well understoo_ " ,L

Bacteria play an |mertént roIe In ecologlcal
stability, food webs’ and health of higher-order
organlsms. (van der Zaan et al., 2010; Dang et al., 2010)

Biofilms considered one of the most
ecologically important structures.
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 Amount of Ieecfﬁfng from toilets and effect on
streams unknown. =

* Need for
establishment
of human
presence on
biodiversity.
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1. The prése of ah-p

3.

| gfluilon W|II have an
effect on the .4 : 1a| d|str|bu{foﬁ

. An increase in E CO/] abundance will be seen

downstream from' pomt sources of pollution
and human contact.

The increase in E. coli concentrations will

correlate to a decrease in other important
bacterial species.



. Speaes ofi w
— Pirellula stal I s |
— Hyphom/crobmm\&'
— Rhodoferax spp.: Heav¥¢metal removal
— Aquabacterium commune: Biofilms
— Chamaesiphon subglobosus: Nitrogen fixer
— Nostoc spp.: Nitrogen fixer
— Xanthomonas spp.: Biofilm
— Escherichia coli: Human pollution
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pipetting ,
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— 3 cmdeep sample +

1mL of water - ,#"

— Added to 1ImL of Amies -
transport media K= & 3
e Biofilm samples taken S Tl s,
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eDetermine
absolute
abundance

eDetermine
presence/absence

Determine
distribution

eFiltration
*DNA extraction
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Real Time
Quantitative PCR

PCR Base Line Subtracted RFU
PCR Base Line Subtracted RFU
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Cycle Cycle

SERIES OF 10-FOLD DILUTIONS SERIES OF 10-FOLD DILUTIONS
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Species Average Concentration Above and Below Point
Source Pollution
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_ Coliforms. .v Be very Fa’n5|ent ‘/4

— Effect of campgr 1d and plt toilet ©
e Bacterial dlstrlbutloan bemg affected by human
pollution and presence
— Effect depends on species
— Small changes in E. coli may have consequences

— Greatest effect on Xanthomonas for both high use
areas.

— Other factors associated with pollution may be the
cause
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Greater un ! «
blogeography~
— What |anuences sedlme'nt bacterla the most?

— |s bacterial dlStI‘IbU‘EIOn predictable?
Better method for detecting bacterial diversity

Are we seeing differences in diversity reflected
at higher levels?

Detect human fecal coliforms versus animal
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. Samples wel "3? ag—
and plated on W ;’--' 4
.{"
MacConkey aﬁ’ﬂf L,gar
— 10* through 108 dllutlf

— Spread plate method

* No growth, samples
determined unviable
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